Klebsiella pneumoniae is a Gram-negative bacterium that is a major cause of nosocomial infections worldwide. Here, we present the complete genome sequence of TK421, a clinical bacteremia isolate containing a hypervirulence plasmid carrying tra-associated conjugation machinery genes. Emergence of conjugative hypervirulence plasmids could portend rapid dissemination of hypervirulence among multidrug-resistant K. pneumoniae strains.
The final assembly of TK421 consisted of one circularized chromosome sequence of 5,277,246 bp and three circularized plasmid sequences of 130,329 bp, 127,353 bp, and 30,122 bp (pTK421_1 to pTK421_3, respectively). TK421 is closely related to sequence type 34 (ST34) but has two single-nucleotide variants (SNVs) in the infB allele. Sequence analysis suggested that it contains several virulence genes found on both the chromosome and mobile elements (20) . The chromosome contains genes predicted to encode yersiniabactin biosynthesis enzymes, type 3 fimbriae proteins, and a KL20-like capsule (21) . Plasmid pTK421_1 is a 130-kb incFII plasmid. Plasmid pTK421_2 is a 127-kb virulence plasmid that contains the mucoid regulator (rmpA) and aerobactin and salmochelin biosynthesis genes similar to those found on known hypervirulence plasmids (pKP52.145, pLVPK, and pK2044) (22) (23) (24) (25) . In addition, pTK421_2 contains tra conjugation machinery genes (traDFGHIS and trbB) (26, 27) . Plasmid pTK421_3 is a 30-kb plasmid related to pSer-840e, a plasmid isolated from Serratia sp. isolate SSNIH1 (28) . This study, along with a recent report of a hypervirulence plasmid with conjugative machinery in Klebsiella variicola (29) , highlights the risk of hypervirulence genes disseminating to MDR Klebsiella strains through plasmid-mediated conjugation.
Data availability. The Illumina and PacBio sequencing reads were deposited in the NCBI Sequence Read Archive (SRA) under accession number SRP227550. The whole-genome hybrid assembly has been deposited at DDBJ/ENA/GenBank under BioProject number PRJNA449090 with accession numbers CP045691 to CP045694 (GCA_009601745).
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